Sharing transcription duties
. Expression of about 70% of yeast genes requires one or more of the subunits shared between TFIID and SAGA, although individual subunits were required to varying extents, and no single subunit was required to the same extent as RNA polymerase II. The absence of single TFIID-specific and SAGA-specific subunits affects a distinct and generally small subset of genes. A minimum of about 30% of the genome is dependent on TFIIDspecific subunits and around 12% of the genome on SAGA-specific subunits.
